
Name Chrom Position Alleles

rs16937 chr1 205035455
A
G

CTCF-MOTIF1-SK-N-SH-J-reverse

Best allele: G (p = 1.18e-05)
Worst allele: A (p = 8.86e-05)
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205,034,900 bp 205,035,000 bp 205,035,100 bp 205,035,200 bp 205,035,300 bp 205,035,400 bp 205,035,500 bp 205,035,600 bp 205,035,700 bp 205,035,800 bp 205,035,900 bp
1,000 bp

chr1
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