
Name Chrom Position Alleles

rs13193668 chr6 65199887
G
T

NFIC-MOTIF1-SK-N-SH-R-reverse
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Best allele: G (p = 4.12e-04)
Worst allele: T (p = 2.78e-03)

EYS

Sequence
RefSeq Genes

BE2C DNase-seq Rep1

BE2C DNase-seq Rep2

HAc DNase-seq Rep1

HAc DNase-seq Rep2

SK-N-MC DNase-seq Rep1

SK-N-MC DNase-seq Rep2

SK-N-SH DNase-seq Rep1

SK-N-SH DNase-seq Rep2

65,199,300 bp 65,199,400 bp 65,199,500 bp 65,199,600 bp 65,199,700 bp 65,199,800 bp 65,199,900 bp 65,200,000 bp 65,200,100 bp 65,200,200 bp 65,200,300 bp 65,200,400 bp

1,000 bp

chr6

p25.2 p24.3 p23 p22.3 p22.2 p21.33 p21.2 p21.1 p12.3 p12.1 p11.1 q12 q13 q14.1 q14.2 q15 q16.1 q16.3 q21 q22.1 q22.31 q22.33 q23.3 q24.2 q25.1 q25.3 q26 q27

EYS

Sequence
RefSeq Genes

SK-N-SH-R NFIC

SK-N-SH-R NFIC Rep1

SK-N-SH-R NFIC Rep2

65,199,300 bp 65,199,400 bp 65,199,500 bp 65,199,600 bp 65,199,700 bp 65,199,800 bp 65,199,900 bp 65,200,000 bp 65,200,100 bp 65,200,200 bp 65,200,300 bp 65,200,400 bp

1,000 bp

chr6

p25.2 p24.3 p23 p22.3 p22.2 p21.33 p21.2 p21.1 p12.3 p12.1 p11.1 q12 q13 q14.1 q14.2 q15 q16.1 q16.3 q21 q22.1 q22.31 q22.33 q23.3 q24.2 q25.1 q25.3 q26 q27

MFA46 H3K4me1 Rep1

MFA46 H3K4me1 Rep2

MFA46 H3K4me3 Rep1

MFA46 H3K4me3 Rep2

MFA46 H3K9ac

MFA46 H3K9me3 Rep1

MFA46 H3K9me3 Rep2

MFA46 H3K27ac Rep1

MFA46 H3K27ac Rep2

MFA46 H3K27me3

MFA46 H3K36me3 Rep1

MFA46 H3K36me3 Rep2

65,199,300 bp 65,199,400 bp 65,199,500 bp 65,199,600 bp 65,199,700 bp 65,199,800 bp 65,199,900 bp 65,200,000 bp 65,200,100 bp 65,200,200 bp 65,200,300 bp 65,200,400 bp

1,000 bp

chr6

p25.2 p24.3 p23 p22.3 p22.2 p21.33 p21.2 p21.1 p12.3 p12.1 p11.1 q12 q13 q14.1 q14.2 q15 q16.1 q16.3 q21 q22.1 q22.31 q22.33 q23.3 q24.2 q25.1 q25.3 q26 q27

rs13193668


